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' Inflamma'rlon induced secre'ﬂon of cytokines, chemokines and
growth factors in human primary white blood cells, endothelial cells and
4 fibroblasts: cell type-specificity and response to Dexamethason
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Experiments:

+ Human lung fibroblasts (HLF), human umbilical vein endothelial cells (HUVEC)

and freshly isolated white blood mononuclear cells (WBC) were inflammatory acti-
vated, followed by treatment with 100ng/ml Dexamethason. Cells were alterna-

tively left untreated for controls, or treated with Dexamethason alone. After 20 |
hours, cells were metabolically labelled for 4 hours with 35S methionine/cysteine.
Cytoplasmic proteins were then separated by 2D-PAGE and detected by autora-
diography (Figure 1).

+ The different treatments were accompanied by morphologic alterations of the é
cells which could be observed by phase contrast microscopy (Figure 2).

fa
+ Inaddition, unlabelled cell aliquots were fractionated in cytoplasmic, nuclear
and secreted protein fractions and analysed by shotgun proteomics (LC-MS/MS).
The relative protein abundance index (emPAT) was calculated from the MS data
for each subcellular fraction and compared for the different treatments as exem-
plified in Figure 3 and Figure 4.
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